Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.046; wR factor = 0.124; data-to-parameter ratio = 12.2.
In the title compound, C 32 H 37 NO 8 , the central pyran ring adopts a twist-boat conformation and the 1,3-dioxoane rings adopt envelope conformations. The acenaphthylenone unit and two C atoms of a pyrrolidine ring are disordered over two sets of sites [occupancy ratio 0.669 (7):0.331 (7)]. The major fraction of the disordered pyrrolidine ring exhibits an envelope conformation while the minor component is essentially planar [maximum deviation = 0.037 (12) Å ]. The other pyrrolidine ring also adopts an envelope conformation. The dihedral angle between the mean planes of the two wings of the pyrrolidine ring is 30.6 (2) . Both the major and minor components of the acenaphthylenone unit are essentially planar, the maximum deviations being 0.025 (10) and 0.047 (19) Å , respectively; the dihedral angle between the mean planes of the two components is 1.72 (3) . The crystal packing features C-HÁ Á ÁO interactions.
Related literature
For applications of spiroheterocycles, see: Ferguson et al. (2005) . For a related structure, see: Athimoolam et al. (2008) . For puckering parameters, see: Cremer & Pople (1975) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
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Comment
The design and novel synthesis of glycospiroheterocycles are interesting because of the synthetic challenges they present and their biological profile against viruses, bacteria, and cancer cells (Ferguson et al., 2005) . We have synthesized a novel glycospiroheterocyclic compound and determined its crystal structure which is presented in this article.
The tittle compound ( Fig. 1 ) exhibits structural similarities with an already reported crystal structure of a closely related compound (Athimoolam et al., 2008) . The central pyran ring (C22-C26/O4) in the title compound adopts a twist-boat conformation with puckering parameters (Cremer & Pople, 1975) The acenaphthylenone moiety (C1-C12/O1) and C13 and C14 atoms of a pyrrolidine ring were disordered over two positions with site occupancy factors 0.670 (7):0.330 (7), representing major and minor components, respectively. The major fraction of the pyrrolidine ring N1/C13-C16 exhibits a C14-envelope conformation with C14 0.289 (9) Å out of the mean plane of the rest of the ring atoms while the minor component is essentially planar with maximum deviation of any atom from the mean plane formed by the rings atoms being 0.037 (12) Å for C13-atom. The pyrrolidine ring (N1/C11/C16-C18) adopts a C18-envelope conformation with C18 deviating from the mean plane of the remaining ring atoms by 0.225 (2) Å.
The "butter-fly angle" between the mean planes N1/C11/C17/C18 and N1/C13/C15/C16 is 30.6 (2) °, in the pyrrolidine ring.
The major and minor components of the acenaphthylenone moiety (C1-C12/O1) are essentially planar with maximum deviations of atoms C2 and C1', 0.025 (10) Å and 0.047 (19) Å, respectively, and the dihedral angle between the mean planes of the two components is 1.72 (3)°. The crystal packing is stabilized by C-H···O hydrogen bonds via C4-H4···O8 and C26-H26···O1 intermolecular interactions (Tab. 1 and Fig. 2 ).
Experimental
A mixture of 6,7-dideoxy-1,2:3,4-diisopropylidene-D-galacto-Oct-6-enoethylpyranuronate (1 eq.), acenaphthenequinone (1 eq.) and L-proline (1.2 eq.) was refluxed at 413 K in toluene for about 6 hrs under Dean stark reaction condition to give The acenaphthylenone moiety (C1-C12/O1) and C13 and C14 atoms of the pyrrolidine ring were disordered over two positions with site occupancy factors 0.670 (7):0.330 (7). The bond lengths of both the major and minor components were restrainted to standard values using EADP and s.u. of 0.01 Å. The anisotropic displacement parameters of pairs of atoms in both components were restrained using ISOR with s.u. 0.01 using SHELXL97 (Sheldrick, 2008) . The hydrogen atoms were placed in calculated positions with C-H = 0.93 -0.98 Å and refined in the riding mode with fixed isotropic displacement parameters: U iso (H) = 1.5 U eq (C) for methyl group and U iso (H) = 1.2 U eq (C) for other groups. In the absence of significant anomalous dispersion effects, an absolute structure was not determined, and 4797 Friedel pairs were merged.
Figures Fig. 1 . The molecular structure of the title compound with the atom numbering scheme, displacement ellipsoids are drawn at 30% probability level. H atoms are present as small spheres of arbitary radius. The minor fractions of the disordered acenapthenequinone and pyrrolidine groups have been represented by broken bonds. 
